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<210> 1 
<211> 1422 
<212> DNA 

<213> Mus musculus 



<400> 1 

atggcgccgc 

cggcccgcgc 

aggggaacac 

actttccagc 

cacaattatt 

gaggacggag 

ggctgctaca 

aagctcacca 

atggagtcag 

gcggccagca 

gacggcagga 

atggcagccg 

tactggacca 

atcagggact 

cggctcagtg 

ttgtatttct 

accaaggagg 

accgagcaag 

acccccagcc 

gttggggcca 

atcctcacag 

cgagtccctg 

tggaccattt 

cagagtcaac 



ccgccgcccg 
ccggtccccg 
agagctggac 
atccgtacaa 
gcagaaatcc 
tctactggaa 
aggatcatgg 
tacaaacctg 
gctatgcctg 
ccgagtgcaa 
ttatcctctt 
tggtgtactc 
tccgggttcc 
ctgcagacat 
ggaggagccg 
tctctgatcg 
aaccgccaca 
ccaacctcag 
ccagccaccc 
acagccacag 
tcacagcagt 
catcaggaga 
tctatgaacc 
aagatgaccg 



tctcgcgctg 
ctccggcccc 
agcgctgcaa 
cacgctgaag 
agatggagac 
gtactgtgaa 
aaacccacct 
tatcagcttc 
cttctgtggg 
tagtgtctgc 
tgacactctc 
ccctgacttc 
aggagcctct 
ggtggagctg 
cccgcctctg 
catcaatcag 
ggagagacct 
tgtcagcgct 
tccgcagact 
agtggaagga 
tgtcgcaaag 
ccttagggac 
ttccactaca 
caatcccctc 



ctctccgccg 
gagtgcttca 

ggtgggaagc 

taccccaacg 
gtgagccctt 
attcctgcct 
cctctcacgg 
tgtcggagtc 
aacaatcctg 
ttcggggacc 
gtgggcgcct 
cctgacacct 
cgcatccatt 
ctggacggct 
tctttcaatg 
gcccagggat 
gctgtcaacc 
gcccactcct 
gccccaggta 
tggactgtgt 
attcttctgc 
tgtcgtcagc 
atctccatct 
gtgagtgact 



ctgcgctcac 
cagccaacgg 
catgtctgtt 
gggaaggagg 
ggtgctacgt 
gccagatgcc 
gcaccagtaa 
agagattcaa 
actactggaa 
acacgcagcc 

gcggtgggaa 

acgccactgg 
tcaacttcac 
acacccaccg 
tctctctgga 
ttgctgtgtt 
agaccctggc 
ccaaagtcct 
gccattcctg 
acggcctggc 
atgtcacatt 
ctggggcttc 
t taagaagaa 
ga 



tctggcggcc 
tgcagattac 
ctggaacgag 
actgggcgag 
ggccgagcat 
tggaaacctt 
aacctctaac 
gtttgctggg 
gcacggggag 
ctgcggtggg 
ctactcagcc 
cagagtctgc 
cctgtttgat 
cgtcctggtc 
ttttgtcatt 
gtaccaagcc 
agaggtgatc 
ctatgtcatc 
ggcaccgtca 
gaccctcctc 
taaatctcat 
tggagatatc 
gctcaagggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1422 
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<210> 2 

<211> 1422 

<212> DNA 

<213> Homo sapiens 



<400> 2 

atggcgccgc 

cggcccgcgc 

aggggaacac 

actttccagc 

cacaactatt 

gaggatggtg 

ggctgctaca 

aaactcacca 

atggagtcag 

gcagccagta 

9 at 99cagga 

atgtcttctg 

tactggacca 

atcagggact 

cgcttccacg 

ttgtatttct 

gtcaaggaag 

acggagcagg 

accaccagcc 

atgggggctg 

atcctcacag 

cgtgttcctg 

tggagcattt 

cagagtcaac 



cagccgcccg 
ctagccccgg 
agaactggac 
atccatacaa 
gcagaaatcc 
tctactggaa 
aggatcatgg 
tacaaacttg 
gctatgcttg 
ccgaatgcaa 
tcatcctctt 
tggtctattc 
tccgggttcc 
cggcggacat 
ggaggagccg 
tctctgatcg 
aactgccaca 
ccaacctcag 
ccagccaccc 
gaagccacag 
tcacagccat 
cttcagggga 
tttacaagcc 
aagatgaccg 



cctcgccctg 
cctcggcccc 
agcactacaa 
cactctgaaa 
agatggagac 
gtactgtgag 
aaacccacct 
catcagtttt 
cttctgtgga 
cagcgtctgc 
tgacactctc 
ccctgacttc 
gggggcctCC 
ggtggagctt 
cccacctctg 
catcaatcag 
ggagaggccc 
tgtcagcgct 
acctcagact 
agttgaagga 
tgtagcaaag 
ccttagggat 
ttccacttca 
caatcccctt 



ctctccgccg 
gagtgtttca 
ggcgggaagc 
taccccaacg 
gtgagcccct 
atacctgctt 
cctctaactg 
tgtcggagtc 
aacaatcctg 
ttcggggatc 
gtgggcgcct 
cccgacacct 
cacatccact 
ctggatggct 
tccttcaacg 
gcccagggat 
gctgtcaacc 
gcccggtcct 
gtcccaggta 
tggacagtct 
atacttctgc 
tgtcatcaac 
atttccatct 
gtgagtgact 



cggcgctcac 
cagccaatgg 
catgtctgtt 
gggagggggg 
ggtgctatgt 
gccagatgcc 
gcaccagtaa 
agaggttcaa 
attactggaa 
acacccaacc 
gcggtgggaa 
atgccacggg 
tcagcttccc 
acacccaccg 
tctctctgga 
ttgctgtttt 
agacggtggc 
ccaaagtcct 
gcaattcctg 
atggtctggc 
acgtcacatt 
cagggacttc 
ttaagaagaa 
aa 



gctggcggcc 
tgcggattat 
ttggaacgag 
cctgggtgag 
ggcagagcac 
tggaaacctt 
aacgtccaac 
gtttgctggg 
gtacggggag 
ctgtggtggc 
ctactcagcc 
gagggtctgc 
cctatttgac 
tgtcctagcc 
cttcgtcatc 
ataccaagcc 
cgaggtgatc 
ctatgtcatc 
ggcgccaccc 
aactctcctc 
caaatcccat 
gggggaaatc 
actcaagggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1422 



<210> 3 
<211> 1386 
<212> DNA 

<213> Mus musculus 



<400> 3 

atggggacac 

ggggcctcag 

gctgactacc 

ttctgggacc 

gggttgggtg 

gtggcagaga 

cctgggtacc 

ggcacctcca 

cagctggctg 

cgcggacgtc 

ctctgtggag 

aactggtcgg 

gaccggaact 

ctcttcgagt 

ctactccgtg 

gctgcgctgc 

acctaccgcg 

agtctcgcag 

caggcttcga 

ttgctcctgt 



cacatctgca 
cagggagcct 
gaggccacca 
agacacagca 
cgcataactt 
cagaagaggg 
tgggctgctt 
caaagctcac 
gtgtggaggc 
cagcccctgc 
gcgatggacg 
ctcctcaagg 
gcagctgggt 
tggctgattc 
ccttcgacgg 
tgctcacctt 
ggctgcagga 
gggaccccga 
taggtgcccg 
ccctactgcg 



gggcttcctc 
gcacagtcca 
gaactacacc 
gcacagctac 
ctgtaggaac 
catctactgg 
cgtggactct 
tgtccaagtg 
tggttatgcc 
caccgactgt 
actaggcatc 
agtcatctac 
attgggccaa 
tcgagaccgg 
cgcccatccg 
ccgcagcgac 
tacagtggag 
tggggctaac 
agtcttctcc 
tttgctgcgt 



ctcctcttcc 
ggcttgtccg 
ggcccacgcg 
agcagcgcca 
ccagacggtg 
cgctactgtg 
ggggcacccc 
tgccttcgat 
tgcttctgtg 
gaccagatct 
tatgaagtgt 
tccccggatt 
ctgggcgctg 
ctggagctac 
ccgcctccgg 
gcaagaggcc 
ggcagagcat 
gcgagctgca 
accgtgacgg 
cgacggagct 



cattgctgct 
aatgcttcca 
gagctggacg 
gcgaccctca 
atgtgcagcc 
atatccccac 
ctgctctcag 
tctgccgcat 
gctctgaaag 
gttttggcca 
ctgtgggctc 
ttccggatga 
tgctagaact 
gcgacgtctc 
gaccgctgcg 
atgct caagg 
ctccagagga 
gccccaagcc 
ccttctctgt 
gtctgctggc 



gcggctgcac 
ggtgaacggc 
cccttgtctt 
gggccgctgg 
ctggtgctac 
atgtcacatg 
tggtcccagt 
gaagggctac 
tgacctggcc 
cccaggccag 
ctgccaggga 
gtatggacca 
caccttccgc 
gtccggcaac 
cctgcgcact 
cttcgcgctc 
ttcaactgag 
cggagctgca 
gctgctgctg 
tccaggaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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gggtctctgg ccatgggacc ttcccggggc cccgggagaa gctgggctgt gtggtaccgc 1260 
cggccccgag gggtggccct gccctgtccc ccaggggact ctcaggctga gggtcctgct 1320 
gcgggctacc gtcccctgag tgcctccagc cagagctcct tgcgctcgct cgtctctgct 1380 
ctctga 1386 



<210> 4 

<211> 1428 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atggggacac 

cgtggggcct 

9999Ctgact 

ctcttctggg 

tgggggctgg 

tacgtggctg 

atgccaggct 

agcggcacct 

taccagctgg 

gcccggggac 

cagctgtgtg 

gggaactgga 

ccggaccgga 

cgcctcttcg 

agcctgctcc 

actgccgcgc 

ctcacctacc 

cagacccccg 

ccgccggccg 

ctgctgctcc 

ctgagggcgg 

gcttccaggg 

ttgccctgct 

agtgcctcca 



aagccctgca 
cggctgggag 
accgcggcca 
accagacgca 
gcgcgcacaa 
agacagagga 
acctgggatg 
ccacgaagct 
cgggcgtgga 
gcctggcccc 
gcggcgatgg 
cagcgcctca 
actgcagctg 
agctggccga 
gcgccttcga 
tgctgctcac 
gcgggctgca 
cggcgcccct 
cgattggggc 
tggggctgct 
accggtggag 
gccccaggag 
cccccgggga 
gccagagctc 



gggcttcctc 
cctgcacagt 
ccagaaccgc 
gcaacacagc 
cttctgccgt 
gggcatctac 
ctttgtggac 
cacggtccag 
ggccggttac 
cgccaccgac 
gcggctgggc 
gggcgtcatc 
ggccctgggc 
cccgcgcgac 
tggcgcccgc 
cttccgaagc 
ggacgccgct 
cgacggggcc 
ccgggtcttc 
gcgtccgctg 
ctgtctgctg 
aagctgggct 
cccccaggct 
cctgcgctcg 



tttctcctct 
ccaggcctgt 
actggcccgc 
tacagcagcg 
aacccagacg 
tggcgctact 
tcaggggcac 
gtgtgcctac 
gcctgcttct 
tgtgaccaga 
gtctatgaag 
tactccccgg 
ccgccaggcg 
cggctggagc 
ccaccgccgt 
gacgcgcgcg 
gaggacccag 
aacgtgagct 
tcgacggtga 
cgccgacggt 
gctccgggaa 
gtgtggtacc 

gagggttctg 

ctcatctccg 



tcctcccgct 
ccgaatgctt 
gcggggcggg 
ccagcgaccc 
gtgacgtgca 
gcgacatccc 
ccccagccct 
gcttctgccg 
gtggctctga 
tctgtttcgg 
tgtcggtggg 
acttcccgga 
ccgcgctgga 
tgcgcgacgc 
ccgggccgct 
gccacgcgca 
aggcccccga 
gcagccccag 
cggctgtctc 
gcggggcgct 
aagggccccc 
aacagccccg 
ccgcgggcta 
ctctctga 



gctgcagccg 
ccaggtgaat 
ccgcccgtgc 
ccacggccgc 
gccgtggtgc 
ctcctgtcac 
cagcggcccc 
catgaagggg 
aagcgacctg 
ccaccctgga 
ctcctgccag 
cgagtacggg 
gctcaccttc 
ggcttcgggc 
gcgcctgggc 
aggcttcgcg 
gggctcggcc 
gcctggggct 
ggtgctgctg 
ggggcagggc 
ggcgctgggg 
aggggtggcc 
ccggcctctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1428 



<210> 5 
<211> 473 
<212> PRT 

<213> Mus musculus 



<400> 5 

Met Ala Pro Pro Ala Ala Arg Leu 
1 5 

Thr Leu Ala Ala Arg Pro Ala Pro 
20 

Phe Thr Ala Asn Gly Ala Asp Tyr 

35 40 

Leu Gin Gly Gly Lys Pro Cys Leu 
50 55 

Pro Tyr Asn Thr Leu Lys Tyr Pro 
65 70 



Ala Leu Leu Ser Ala Ala Ala Leu 
10 15 

Gly Pro Arg Ser Gly Pro Glu Cys 
25 30 

Arg Gly Thr Gin Ser Trp Thr Ala 
45 

Phe Trp Asn Glu Thr Phe Gin His 
60 

Asn Gly Glu Gly Gly Leu Gly Glu 
75 80 



4 



His Asn Tyr Cys Arg Asn Pro Asp Gly Asp Val Ser Pro Trp Cys Tyr 
85 90 95 

Val Ala Glu His Glu Asp Gly Val Tyr Trp Lys Tyr Cys Glu lie Pro 
100 105 110 

Ala Cys Gin Met Pro Gly Asn Leu Gly Cys Tyr Lys Asp His Gly Asn 
115 120 125 

Pro Pro Pro Leu Thr Gly Thr Ser Lys Thr Ser Asn Lys Leu Thr lie 
130 135 140 

Gin Thr Cys lie Ser Phe Cys Arg Ser Gin Arg Phe Lys Phe Ala Gly 
145 150 155 160 

Met Glu Ser Gly Tyr Ala Cys Phe Cys Gly Asn Asn Pro Asp Tyr Trp 
165 170 175 

Lys His Gly Glu Ala Ala Ser Thr Glu Cys Asn Ser Val Cys Phe Gly 
180 185 190 

Asp His Thr Gin Pro Cys Gly Gly Asp Gly Arg lie lie Leu Phe Asp 
195 200 205 

Thr Leu Val Gly Ala Cys Gly Gly Asn Tyr Ser Ala Met Ala Ala Val 
210 215 220 

Val Tyr Ser Pro Asp Phe Pro Asp Thr Tyr Ala Thr Gly Arg Val Cys 
225 230 235 240 

Tyr Trp Thr lie Arg Val Pro Gly Ala Ser Arg lie His Phe Asn Phe 
245 250 255 

Thr Leu Phe Asp lie Arg Asp Ser Ala Asp Met Val Glu Leu Leu Asp 
260 265 270 

Gly Tyr Thr His Arg Val Leu Val Arg Leu Ser Gly Arg Ser Arg Pro 
275 280 285 

Pro Leu Ser Phe Asn Val Ser Leu Asp Phe Val lie Leu Tyr Phe Phe 
290 295 300 

Ser Asp Arg lie Asn Gin Ala Gin Gly Phe Ala Val Leu Tyr Gin Ala 
305 310 315 320 

Thr Lys Glu Glu Pro Pro Gin Glu Arg Pro Ala Val Asn Gin Thr Leu 
325 330 335 

Ala Glu Val lie Thr Glu Gin Ala Asn Leu Ser Val Ser Ala Ala His 
340 345 350 

Ser Ser Lys Val Leu Tyr Val lie Thr Pro Ser Pro Ser His Pro Pro 
355 360 365 



Gin Thr Ala Pro Gly Ser His Ser Trp Ala Pro Ser Val Gly Ala Asn 
370 375 380 
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Ser His Arg Val Glu Gly Trp Thr Val Tyr Gly Leu Ala Thr Leu Leu 
385 390 395 400 

He Leu Thr Val Thr Ala Val Val Ala Lys He Leu Leu His Val Thr 
405 410 415 

Phe Lys Ser His Arg Val Pro Ala Ser Gly Asp Leu Arg Asp Cys Arg 
420 425 430 

Gin Pro Gly Ala Ser Gly Asp He Trp Thr He Phe Tyr Glu Pro Ser 
435 440 445 

Thr Thr He Ser He Phe Lys Lys Lys Leu Lys Gly Gin Ser Gin Gin 
450 455 460 

Asp Asp Arg Asn Pro Leu Val Ser Asp 
465 470 



<210> 6 
<211> 473 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Ala Pro Pro Ala Ala Arg Leu Ala Leu Leu Ser Ala Ala Ala Leu 
15 10 15 

Thr Leu Ala Ala Arg Pro Ala Pro Ser Pro Gly Leu Gly Pro Glu Cys 
20 25 30 

Phe Thr Ala Asn Gly Ala Asp Tyr Arg Gly Thr Gin Asn Trp Thr Ala 
35 40 45 

Leu Gin Gly Gly Lys Pro Cys Leu Phe Trp Asn Glu Thr Phe Gin His 
50 55 60 

Pro Tyr Asn Thr Leu Lys Tyr Pro Asn Gly Glu Gly Gly Leu Gly Glu 
65 70 75 80 

His Asn Tyr Cys Arg Asn Pro Asp Gly Asp Val Ser Pro Trp Cys Tyr 
85 90 95 

Val Ala Glu His Glu Asp Gly Val Tyr Trp Lys Tyr Cys Glu He Pro 
100 105 110 

Ala Cys Gin Met Pro Gly Asn Leu Gly Cys Tyr Lys Asp His Gly Asn 
115 120 125 

Pro Pro Pro Leu Thr Gly Thr Ser Lys Thr Ser Asn Lys Leu Thr He 
130 135 140 

Gin Thr Cys He Ser Phe Cys Arg Ser Gin Arg Phe Lys Phe Ala Gly 
145 150 155 160 



Met Glu Ser Gly Tyr Ala Cys Phe Cys Gly Asn Asn Pro Asp Tyr Trp 
165 170 175 



6 



Lys Tyr Gly Glu Ala Ala Ser Thr Glu Cys Asn Ser Val Cys Phe Gly 
180 185 190 

Asp His Thr Gin Pro Cys Gly Gly Asp Gly Arg lie lie Leu Phe Asp 
195 200 205 

Thr Leu Val Gly Ala Cys Gly Gly Asn Tyr Ser Ala Met Ser Ser Val 
210 215 r 220 

Val Tyr Ser Pro Asp Phe Pro Asp Thr Tyr Ala Thr Gly Arg Val Cys 
225 230 235 240 

Tyr Trp Thr lie Arg Val Pro Gly Ala Ser His lie His Phe Ser Phe 
245 250 255 

Pro Leu Phe Asp lie Arg Asp Ser Ala Asp Met Val Glu Leu Leu Asp 
260 265 270 

Gly Tyr Thr His Arg Val Leu Ala Arg Phe His Gly Arg Ser Arg Pro 
275 280 285 

Pro Leu Ser Phe Asn Val Ser Leu Asp Phe Val lie Leu Tyr Phe Phe 
290 295 300 

Ser Asp Arg lie Asn Gin Ala Gin Gly Phe Ala Val Leu Tyr Gin Ala 
305 310 315 320 

Val Lys Glu Glu Leu Pro Gin Glu Arg Pro Ala Val Asn Gin Thr Val 
325 330 335 

Ala Glu Val lie Thr Glu Gin Ala Asn Leu Ser Val Ser Ala Ala Arg 
340 345 350 

Ser Ser Lys Val Leu Tyr Val lie Thr Thr Ser Pro Ser His Pro Pro 
355 360 365 

Gin Thr Val Pro Gly Ser Asn Ser Trp Ala Pro Pro Met Gly Ala Gly 
370 375 380 

Ser His Arg Val Glu Gly Trp Thr Val Tyr Gly Leu Ala Thr Leu Leu 
385 390 395 400 

lie Leu Thr Val Thr Ala lie Val Ala Lys lie Leu Leu His Val Thr 
405 410 415 

Phe Lys Ser His Arg Val Pro Ala Ser Gly Asp Leu Arg Asp Cys His 
420 425 430 

Gin Pro Gly Thr Ser Gly Glu lie Trp Ser lie Phe Tyr Lys Pro Ser 
435 440 445 

Thr Ser lie Ser lie Phe Lys Lys Lys Leu Lys Gly Gin Ser Gin Gin 
450 455 460 



Asp Asp Arg Asn Pro Leu Val Ser Asp 
465 470 
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<210> 7 
<211> 461 
<212> PRT 

<213> Mus musculus 
<400> 7 

Met Gly Thr Pro His Leu Gin Gly Phe Leu Leu Leu Phe Pro Leu Leu 
15 10 15 

Leu Arg Leu His Gly Ala Ser Ala Gly Ser Leu His Ser Pro Gly Leu 
20 25 30 

Ser Glu Cys Phe Gin Val Asn Gly Ala Asp Tyr Arg Gly His Gin Asn 
35 40 45 

Tyr Thr Gly Pro Arg Gly Ala Gly Arg Pro Cys Leu Phe Trp Asp Gin 
50 55 60 

Thr Gin Gin His Ser Tyr Ser Ser Ala Ser Asp Pro Gin Gly Arg Trp 
65 70 75 80 

Gly Leu Gly Ala His Asn Phe Cys Arg Asn Pro Asp Gly Asp Val Gin 
85 90 95 

Pro Trp Cys Tyr Val Ala Glu Thr Glu Glu Gly lie Tyr Trp Arg Tyr 
100 105 110 

Cys Asp lie Pro Thr Cys His Met Pro Gly Tyr Leu Gly Cys Phe Val 
115 120 125 

Asp Ser Gly Ala Pro Pro Ala Leu Ser Gly Pro Ser Gly Thr Ser Thr 
130 135 140 

Lys Leu Thr Val Gin Val Cys Leu Arg Phe Cys Arg Met Lys Gly Tyr 
145 150 155 160 

Gin Leu Ala Gly Val Glu Ala Gly Tyr Ala Cys Phe Cys Gly Ser Glu 
165 170 175 

Ser Asp Leu Ala Arg Gly Arg Pro Ala Pro Ala Thr Asp Cys Asp Gin 
180 185 190 

He Cys Phe Gly His Pro Gly Gin Leu Cys Gly Gly Asp Gly Arg Leu 
195 200 205 

Gly He Tyr Glu Val Ser Val Gly Ser Cys Gin Gly Asn Trp Ser Ala 
210 215 220 

Pro Gin Gly Val He Tyr Ser Pro Asp Phe Pro Asp Glu Tyr Gly Pro 
225 230 235 240 

Asp Arg Asn Cys Ser Trp Val Leu Gly Gin Leu Gly Ala Val Leu Glu 
245 250 255 



Leu Thr Phe Arg Leu Phe Glu Leu Ala Asp Ser Arg Asp Arg Leu Glu 
260 265 ' ~ 270 
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Leu Arg Asp Val Ser Ser Gly Asn Leu Leu Arg Ala Phe Asp Gly Ala 
275 280 285 

His Pro Pro Pro Pro Gly Pro Leu Arg Leu Arg Thr Ala Ala Leu Leu 
290 295 300 

Leu Thr Phe Arg Ser Asp Ala Arg Gly His Ala Gin Gly Phe Ala Leu 
305 310 315 320 

Thr Tyr Arg Gly Leu Gin Asp Thr Val Glu Gly Arg Ala Ser Pro Glu 
325 330 335 

Asp Ser Thr Glu Ser Leu Ala Gly Asp Pro Asp Gly Ala Asn Ala Ser 
340 345 350 

Cys Ser Pro Lys Pro Gly Ala Ala Gin Ala Ser lie Gly Ala Arg Val 
355 360 365 

Phe Ser Thr Val Thr Ala Phe Ser Val Leu Leu Leu Leu Leu Leu Ser 
370 375 380 

Leu Leu Arg Leu Leu Arg Arg Arg Ser Cys Leu Leu Ala Pro Gly Lys 
385 390 395 400 

Gly Ser Leu Ala Met Gly Pro Ser Arg Gly Pro Gly Arg Ser Trp Ala 
405 410 415 

Val Trp Tyr Arg Arg Pro Arg Gly Val Ala Leu Pro Cys Pro Pro Gly 
420 425 430 

Asp Ser Gin Ala Glu Gly Pro Ala Ala Gly Tyr Arg Pro Leu Ser Ala 
435 440 445 

Ser Ser Gin Ser Ser Leu Arg Ser Leu Val Ser Ala Leu 
450 455 460 



<210> 8 
<211> 475 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Gly Thr Gin Ala Leu Gin Gly Phe Leu Phe Leu Leu Phe Leu Pro 
15 10 15 

Leu Leu Gin Pro Arg Gly Ala Ser Ala Gly Ser Leu His Ser Pro Gly 
20 25 30 

Leu Ser Glu Cys Phe Gin Val Asn Gly Ala Asp Tyr Arg Gly His Gin 
35 40 45 

Asn Arg Thr Gly Pro Arg Gly Ala Gly Arg Pro Cys Leu Phe Trp Asp 
50 55 60 



Gin Thr Gin Gin His Ser Tyr Ser Ser Ala Ser Asp Pro His Gly Arg 
65 70 75 80 



9 



Trp Gly Leu Gly Ala His Asn Phe Cys Arg Asn Pro Asp Gly Asp Val 
85 90 95 

Gin Pro Trp Cys Tyr Val Ala Glu Thr Glu Glu Gly lie Tyr Trp Arg 
100 105 110 

Tyr Cys Asp lie Pro Ser Cys His Met Pro Gly Tyr Leu Gly Cys Phe 
115 120 125 

Val Asp Ser Gly Ala Pro Pro Ala Leu Ser Gly Pro Ser Gly Thr Ser 
130 135 140 

Thr Lys Leu Thr Val Gin Val Cys Leu Arg Phe Cys Arg Met Lys Gly 
145 150 155 160 

Tyr Gin Leu Ala Gly Val Glu Ala Gly Tyr Ala Cys Phe Cys Gly Ser 
165 170 175 

Glu Ser Asp Leu Ala Arg Gly Arg Leu Ala Pro Ala Thr Asp Cys Asp 
180 185 190 

Gin lie Cys Phe Gly His Pro Gly Gin Leu Cys Gly Gly Asp Gly Arg 
195 200 205 

Leu Gly Val Tyr Glu Val Ser Val Gly Ser Cys Gin Gly Asn Trp Thr 
210 215 220 

Ala Pro Gin Gly Val lie Tyr Ser Pro Asp Phe Pro Asp Glu Tyr Gly 
225 230 235 240 

Pro Asp Arg Asn Cys Ser Trp Ala Leu Gly Pro Pro Gly Ala Ala Leu 
245 250 255 

Glu Leu Thr Phe Arg Leu Phe Glu Leu Ala Asp Pro Arg Asp Arg Leu 
260 265 270 

Glu Leu Arg Asp Ala Ala Ser Gly Ser Leu Leu Arg Ala Phe Asp Gly 
275 280 285 

Ala Arg Pro Pro Pro Ser Gly Pro Leu Arg Leu Gly Thr Ala Ala Leu 
290 295 300 

Leu Leu Thr Phe Arg Ser Asp Ala Arg Gly His Ala Gin Gly Phe Ala 
305 310 315 320 

Leu Thr Tyr Arg Gly Leu Gin Asp Ala Ala Glu Asp Pro Glu Ala Pro 
325 330 335 

Glu Gly Ser Ala Gin Thr Pro Ala Ala Pro Leu Asp Gly Ala Asn Val 
340 345 350 

Ser Cys Ser Pro Arg Pro Gly Ala Pro Pro Ala Ala lie Gly Ala Arg 
355 360 365 

Val Phe Ser Thr Val Thr Ala Val Ser Val Leu Leu Leu Leu Leu Leu 
370 375 380 
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Gly Leu Leu Arg 
385 

Leu Arg Ala Asp 



Pro Ala Leu Gly 
420 

Tyr Gin Gin Pro 
435 

Gin Ala Glu Gly 
450 

Gin Ser Ser Leu 
465 



Pro Leu Arg Arg 
390 

Arg Trp Ser Cys 
405 

Ala Ser Arg Gly 



Arg Gly Val Ala 
440 

Ser Ala Ala Gly 
455 

Arg Ser Leu lie 
470 



Arg Cys Gly Ala 
395 

Leu Leu Ala Pro 
410 

Pro Arg Arg Ser 
425 

Leu Pro Cys Ser 



Tyr Arg Pro Leu 
460 

Ser Ala Leu 
475 



Leu Gly Gin Gly 
400 

Gly Lys Gly Pro 
415 

Trp Ala Val Trp 
430 

Pro Gly Asp Pro 
445 

Ser Ala Ser Ser 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 9 

gtgcttcaca gccaacggtg ca 22 



<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 10 

acgtagcacc aagggctcac gt 22 



<210> 11 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 11 

agggaaactg gtcggctc 



18 



11 



<210> 12 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 12 

aaggcacgga gtaggttgc 



19 



